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[bookmark: _GoBack]Some people inherit faults that increase their risk of getting certain types of cancer. Some genes may result in cancer while others would cause cancer. For instance, a shared lifestyle such as tobacco use could cause a similar type of cancer to all members of the family. Other than lifestyle, other types of cancer develop as a hereditary syndrome where cancer conditions are seen in ageing cancer normally develops. Moreover, cancer is a genetic disease that is caused by changes in genes. For cellular cancer, proteins are produced to ensure the growth of a cancer cell. On the other hand, for hereditary cancer, the genes carry cancer in the germ cells which are reproductive cells of a human body (Mardis, 2017).. 
Differential gene expression in noncancerous cells means that the amount of cancer cells in the gene is more than enough to produce a normal activity such as empowering the body and immunity power. On the other hand, in a cancer cell, it means that the cells are damaged and continuously damages other cells thus reducing the immunity power of normal cells. However, epigenetic is defines as molecular, cellular phenotype alteration during cell divisions. Through DNA methylation, epigenetic modifies the role of genes and thus affects the gene expression.
Also, sequencing the DNA of a cancerous tumor allows a doctor to know whether there were changes in gene expression in a tumor. This is by comparing the sequenced DNA in normal cells in that in cancer cells through saliva or blood (Heim & Mitelman, 2015).
The methods used to study gene expression in cancerous versus noncancerous cells include Northern blotting which is used in the analysis of RNA from tissue cells. Another method is western blotting which is a technique used in detecting certain protein molecules in a mixture of protein. Moreover, there is a particular partner seen in the growth of a tumor to show that it is cancerous. That is, the growth of the tumor being powered by brain invasion and proliferation cycle. Conversely, if given a choice to determine whether you had the BRCA1 gene, I wouldn't do it since the BRCA1 gene is rare in most people (Carnevale & Ashworth, 2015). Also, no family history suggests the possibility of the BRCA1 gene. However, there are benefits to testing such as; some genetic testing companies meet the finances required for those who have no insurance covers. Additionally, there are risks of testing such as; a positive test is not an assurance that the individual will develop cancer.
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